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In this work, we present a new approach to Biomedical NE identification
using an automata learning algorithm: Causal-State Splitting Reconstruction
[1]. This algorithm has previously been applied to Named Entity Recognition [2]
obtaining good results given the simplicity of the approach.

The same approach has been applied to Biomedical NE identification, using
GENIA corpus 3.0, with 10-fold cross-validation. Our system attained F1 =
73.14%.

These results can be compared directly to [3] and [4], which used the same
data. First system obtains F1 = 57.4% using ME Models, and the second one re-
ports F1 = 79.2% using SVMs. Both improve their results using post-processing
techniques, reaching F1 = 76.9% and F1 = 79.9% respectively.

Our system does not use any post-processing techniques, and takes into
acount few features, so the results are considered very promising. In future work
some post-processing will be developed to improve the results.

References

1. Shalizi, C.R., Shalizi, K.L.: Blind construction of optimal nonlinear recursive pre-
dictors for discrete sequences. In: Uncertainty in Artificial Intelligence: Proceedings
of the Twentieth Conference. (2004)
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